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The GO enrichment analysis
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positive regulation of GTPase activity -
autophagy -
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non-canonical Wnt signaling pathway .|
activation of GTPase activity

establishment or maintenance of cytoskeleton polarity |
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The KEGG enrichment analysis

Endocytosis A

MAPK signaling pathway -

NOD-like receptor signaling pathway -
Yersinia infection
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Osteoclast differentiation A
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